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2015-2020  Ph.D. Biotechnology (Medical Genetics)
International Islamic University H-10 Islamabad 44000, Pakistan
C.GPA: 3.91/4.00
Doctoral dissertation title: “Mapping Autosomal Recessive Intellectual Disability
in Consanguineous families”
Supervisor: Dr. Asif Mir (Professor of Biochemistry & Molecular Biology),
Prof. Henry Houlden (Professor of Neurology, ION, UCL London)
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International Islamic University H-10 Islamabad 44000, Pakistan
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2007-2011  BS Biotechnology and informatics
Baluchistan University of Engineering & technology management sciences Quetta,
Baluchistan. Pakistan.
C.GPS: 3.82/4

Research and Professional Experience

Postdoctoral Researcher (2022-2023): Human Molecular Genetic Lab, Department of

Biological Sciences at International Islamic University, Pakistan.

= Visiting Assistant Professor (January, 2020-2024): Taught different courses to
undergraduate students Biotechnology, biochemistry and cell biology.

= Visiting Research Scholar (05/2018 to 11/2018): University College London Institute of
Neurology, London UK.

= Research Assistant (01/2014 to 02/2015): Work as a research assistant at the Institute of

Biomedical and Genetic engineering (IBGE) KRL hospital Islamabad.
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Research Summary

Research Work

My focus is the use of high-throughput sequencing for diagnosis of hereditary disorders. | am
engaged in collaborative research with a variety of investigators inside Pakistan and elsewhere
who use exome or genome sequencing to understand the basis of human diseases. Further | want
to combines expertise’s in genetics, neuroscience, and stem cells, in order to identify the
mechanism that underlie brain diseases, cancer and other genetic diseases. My focus lies in
resolving the convergence of, and complex interplay between, the many risks variants linked to

disease, towards the goal of facilitating the clinical translation of genetic findings.

Skill Highlights
e Molecular Biology techniques e Western blotting
e DNA and RNA Extraction e WES data analysis
e Southern blotting e Python
e Sanger Sequencing ¢ single-cell RNA sequencing
e Cloning and gene Expression e R Language
e GCMS e (PCR
e Microscopy e Cell culture
e LCMS e Data analysis
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Research Grants and Reviewer

1. Higher Education Commission Pakistan (HEC), Research Project Reviewer.

2. Editor in Pediatric Neurology (Frontiers in Neurology)

3. Mapping Autosomal Recessive Intellectual Disability in Consanguineous families. IRSIP grant worth
1.5 million by higher Education Commission of Pakistan (HEC) for Ph.D.
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